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mung bean seedlings grown under 4 dS/m salinity stress.
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bean proteins obtained from (1) Control, (2) Hydro-primed. (3)
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grown under 4 dS/m salinity stress.
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OHR-LCMS spectra of differentially expressed SDS band
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STRING (Round-2) analysis representing protein-protein
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interaction of differentially expressed mung bean proteins
obtained from OHR — LCMS analysis. Number of nodes: 227,
Number of edges: 512, Average node degree: 4.51, Avg. local
clustering coefficient: 0.5, Expected number of edges: 314, PPI
enrichment p-value: < 1.0 e™*®, Minimum required interaction
score: High Confidence level (0.700).
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reactivity 2.0.
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