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OF SOME ANTIBACTERIAL AND ANTICANCER DRUG MOLECULES AND 

IONIC LIQUIDS PREVALING IN SUPRAMOLECULAR AND SOLUTION 

CHEMISTRY INVESTIGATED BY EXPERIMENTAL AND COMPUTATIONAL 

APPROACH” was started in January 2020 under the supervision of Prof. Mahendra Nath 

Roy, in Department of Chemistry, University of North Bengal. 

The research work explores the supramolecular host – guest inclusion complex 

formation of some anticancer and antibacterial drug molecules as well as few 

biologically potent molecules with privileged structure, either to enhance or retain 

their biocompatibility by minimizing toxicity and also to develop the drug delivery 

system for feebly water soluble or insoluble molecules utilising highly sophisticated 

technique such as calorimetric, spectroscopic and various physiochemical methods. In 

addition to this biological activity, photo stability, thermal stability and solubility also 

investigated for these compounds. Therefore, simultaneously transforming these 

molecules into highly efficient drug in the form of inclusion complexes which leads the 

sustained release of the drug molecules to the target site without any chemical 

modification of the drug molecules. This thesis also includes the study of solute-solvent 

interaction between amino acid and ionic liquids to understand and evaluate the 

molecular interactions between ionic liquid and various biomolecules and also to interpret 

the behaviour of amino acid in complex structures of proteins.  

In the journey of my research work, I am fortunate to participate in several 

seminars/conferences across the country. I was greatly influenced and motivated 

interacting with distinguished researchers and scientists, which immensely helped me 

in research through various way. I am very happy to publish my research work 

included in this thesis in the various journal of international repute. 

In keeping with general practice of reporting scientific observation, due 

acknowledgement has been made whenever my work described in the thesis was 

inspired by the findings of other investigators. I must take the responsibility of any 

unintentional oversights and errors, which might have crept in spite of insurances. 

I hope and expect challenges in my life to exercise my earned knowledge for the 

betterment and benefit of the society. 
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