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Mode of interaction of Stigmasterol with the receptor-
binding domain (RBD) of the Post covid inflammatory
protein Cox 2. Cyan coloured sphere represents the re-
ceptor-binding domain (RBD) of the Cox-2 protein. Stig-
masterol is represented as red sphere.

Hydrophobhic interactions have been represented as blue
dashed lines.

Interaction profile (Ligplot image) of the complex Stig-
masterol-RBD Cox-2 protein.

Mode of interaction of Proximadiol with the receptor-
binding domain (RBD) of the Post covid inflammatory
protein NMDAR. Cyan coloured sphere represents the
receptor-binding domain (RBD) of the NMDAR protein.
Proximadiol is represented as red sphere.

Hydrophobhic interactions have been represented as red
dashed lines.

Interaction profile (Ligplot image) of the complex Proxi-
madiol-NMDAR. Amino acid residues displaying hydro-
phobic interactions with Proximadiol in the respective
figure has been marked in green.

Mode of interaction of Limonene with the receptor-
binding domain (RBD) of the Post covid inflammatory
protein VCAMI1. Cyan coloured sphere represents the
receptor-binding domain (RBD) of the VCAMI1 protein.
Limonene is represented as red sphere.

Hydrophobhic interactions have been represented as yel-
low dashed lines.

Interaction profile (Ligplot image) of the complex Limo-
nene VCAMI1. Amino acid residues displaying hydro-
phobic interactions with Limonene in the respective fig-
ure has been marked in green.

(a) RMSD and RMSF analysis of the complex Stigmas-
terol- Cox-2 protein. (b) RMSD and RMSF analysis of
the complex Proximadiol- NMDAR protein. (¢c) RMSD
and RMSF analysis of the complex Limonene- VCAMI.
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