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i.e. without heavy metal treatment. (A) Ascorbate peroxidase 
activity and (B) Glutathione peroxidase activity 

Figure 11.33 Changes of guaiacol peroxidase activity associated with heavy 542 
metal (treated with cadmium chloride, copper sulphate and 
mercuric chloride) stress: Before treatment, seeds were either non-
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primed (WP) or primed with water (HP i.e. hydro priming), 
salicylic acid (SP) or peptides isolated from heavy metal induced 
seedlings (PP); Coot~ control i.e. without heavy metal treatment 

Figure 11.34 PCA factor loading plot of morphometric (red), biochemical 544 
(green) and enzymological (blue) attributes of heavy metal induced 
oxidative stress after priming 

Figure 11.35 Factor loading components of 'A' block and their clustering 545 
pattern, mainly attributed with morphometric parameters 

Figure 11.36 Factor loading components of 'F' block and their clustering 546 
pattern, attributed with biochemical and enzymological parameters 

Figure 11.37 Factor loading components of 'B', 'C', 'D', 'E', 'G' and 'H' 547 
blocks and their clustering patterns, attributed with morphometric, 
biochemical and enzymological parameters. Cot~ Cotyledon pair 
weight, Protein= Total protein content, CAT= Catalase activity, 
Ascorb =Ascorbic acid content~ Perox =Peroxide content, APOX 
~ Ascorbate peroxidase, POX~ Guaiacol peroxidase, MDA ~ 
Malondialdehyde content, SOD~ Superoxide dismutase activity 

Figure 11.38 Effect of cadmium on peroxidase activity of cotyledon of mung 534 
bean 

Figure 11.39 Effect of cadmium on peroxidase activity of embryo proper of 534 
mung bean 

Figure 11.40 Effect of copper on peroxidase activity of cotyledon of mung bean 548 

Figure 11.41 Effect of copper on peroxidase activity of embryo proper of mung 548 
bean 

Figure 11.42 Effect of mercury on peroxidase activity of cotyledon of mung bean 548 

Figure 11.43 Effect of mercury on peroxidase activity of embryo proper of mung 548 
bean 

Figure 11.44 Effect of cadmium on SOD activity of cotyledon of mung bean 549 

Figure 11.45 Effect of cadmium on SOD activity of embryo proper of mung bean 549 

Figure 11.46 Effect of copper on SOD activity of cotyledon of mung bean 549 

Figure 11.47 Effect of copper on SOD activity of embryo proper of mung bean 549 

Figure 11.48 Effect of mercury on SOD activity of cotyledon of mung bean 550 

Figure 11.49 Effect of mercury on SOD activity of embryo proper of mung bean 550 

Figure 11.50 Effect of cadmium on total protein concentration of cotyledon of 550 
mung bean 

Figure 11.51 Effect of cadmium on total protein concentration of embryo proper 550 
of mung bean· 

Figure 11.52 Effect of copper on total protein concentration of cotyledon of 551 
mung bean 
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Figure 11.53 Effect of copper on total protein concentration of embryo proper of 551 
mung bean 

Figure 11.54 Effect of mercury on total protein concentration of cotyledon of 551 
mung bean 

Figure 11.55 Effect of mercury on total protein concentration of embryo proper 551 
of mung bean 

Figure 12.1 DPPH radical scavenging activity (JC50 values) of LMW and HMW 565 
peptides isolated from T. aestivum and V. radiata 

Figure 12.2 ABTS+ radical scavenging activity (JC50 values) ofLMW and 565 
HMW peptides isolated from T. aestivum and V. radiata 

Figure 12.3 Reducing power activity (mg AAE I g FWT) ofLMW and HMW 567 
peptides isolated from T. aestivum and V. radiata 

Figure 12.4 Metal chelating activity (JC50 values) ofLMW and HMW peptides 567 
isolated from T. aestivum and V. radiata 

Figure 12.5 Nitric oxide scavenging activity (IC50 values) ofLMW and HMW 568 
peptides isolated from T. aestivum and V. radiata 

Figure 12.6 Superoxide scavenging activity (JC50 values) ofLMW and HMW 568 
peptides isolated from T. aestivum and V. radiata 

XXX 


