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Table S1: qPCR data analysis of ACO1 

Average 

Experimental 

Ct Value 

Average 

Experimental Ct 

Value 

Average Contrl Ct 

Value 

Average Contrl Ct 

Value 

TE HE TC HC 

 

29.55 

 

21.73 

 

29.65 

 

21.56 

 

ΔCt Value (Experimental/ ΔCTE) = TE-HE = 7.82  

ΔCt Value (Control/ ΔCTC) = TC-HC = 8.09  

ΔΔCt value = ΔCTE- ΔCTC = -0.27  

Fold change = 2 -ΔΔCt = 1.2 

Gene being Tested Experimental (TE): ACO1 Stress  

Gene being Tested Control (TC): ACO1 Control  

Housekeeping Gene Experimental (HE): GAPDH Stress  

Housekeeping Gene Control (HC): GAPDH Control 
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Table S2: qPCR data analysis of ACO2 

 

Average 

Experimental Ct 

Value 

Average 

Experimental Ct 

Value 

Average Control 

Ct Value 

Average Control 

Ct Value 

TE HE TC HC 

 

29.42 

 

21.58 

 

28.55 

 

21.87 

 

 

ΔCt Value (Experimental/ ΔCTE) = TE-HE = 7.84  

ΔCt Value (Control/ ΔCTC) = TC-HC = 6.68  

ΔΔCt value = ΔCTE- ΔCTC = 1.16  

Fold change = 2 -ΔΔCt = 0.45  

 

Gene being Tested Experimental (TE): ACO2 Stress  

Gene being Tested Control (TC): ACO2 Control  

Housekeeping Gene Experimental (HE): GAPDH Stress  

Housekeeping Gene Control (HC): GAPDH Control 
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Table S3: qPCR data analysis of ADH1 

Average 

Experimental Ct 

Value 

Average 

Experimental Ct 

Value 

Average Contrl 

Ct Value 

Average Contrl 

Ct Value 

TE HE TC HC 

 

24.175 

 

18.01 

 

25.84 

 

18.565 

 

ΔCt Value (Experimental/ ΔCTE) = TE-HE = 6.165  

ΔCt Value (Control/ ΔCTC) = TC-HC = 7.275  

ΔΔCt value = ΔCTE- ΔCTC = -1.11  

Fold change = 2 -ΔΔCt = 2.16 

 

Gene being Tested Experimental (TE): ADH1 Stress  

Gene being Tested Control (TC): ADH1 Control  

Housekeeping Gene Experimental (HE): GAPDH Stress  

Housekeeping Gene Control (HC): GAPDH Control 
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Table S4: qPCR data analysis of ADH2 

Average 

Experimental Ct 

Value 

Average 

Experimental Ct 

Value 

Average Control 

Ct Value 

Average Control 

Ct Value 

TE HE TC HC 

 

24.53 

 

18.01 

 

26.355 

 

18.565 

 

 

ΔCt Value (Experimental/ ΔCTE) = TE-HE = 6.52  

ΔCt Value (Control/ ΔCTC) = TC-HC = 7.79  

ΔΔCt value = ΔCTE- ΔCTC = -1.27  

Fold change = 2 -ΔΔCt = 2.41 

 

Gene being Tested Experimental (TE): ADH2 Stress  

Gene being Tested Control (TC): ADH2 Control  

Housekeeping Gene Experimental (HE): GAPDH Stress  

Housekeeping Gene Control (HC): GAPDH Control 
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Table S5: qPCR data analysis of ADH3 

Average 

Experimental Ct 

Value 

Average 

Experimental Ct 

Value 

Average Control 

Ct Value 

Average Control 

Ct Value 

TE HE TC HC 

 

19.49 

 

18.42 

 

21.17 

 

18.31 

 

ΔCt Value (Experimental/ ΔCTE) = TE-HE = 1.07  

ΔCt Value (Control/ ΔCTC) = TC-HC = 2.86  

ΔΔCt value = ΔCTE- ΔCTC = -1.79  

Fold change = 2 -ΔΔCt = 3.46 

Gene being Tested Experimental (TE): ADH3 Stress  

Gene being Tested Control (TC): ADH3 Control  

Housekeeping Gene Experimental (HE): GAPDH Stress  

Housekeeping Gene Control (HC): GAPDH Control 
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Table S6: qPCR data analysis of ADH1 

Average 

Experimental Ct 

Value 

Average 

Experimental Ct 

Value 

Average Contrl Ct 

Value 

Average Contrl Ct 

Value 

TE HE TC HC 

 

21.65 

 

18.2 

 

22.04 

 

18.47 

 

ΔCt Value (Experimental/ ΔCTE) = TE-HE = 3.47  

ΔCt Value (Control/ ΔCTC) = TC-HC = 3.57  

ΔΔCt value = ΔCTE- ΔCTC = 0.1  

Fold change = 2 -ΔΔCt = 1.07 

Gene being Tested Experimental (TE): ADH1 Stress  

Gene being Tested Control (TC): ADH1 Control  

Housekeeping Gene Experimental (HE): GAPDH Stress  

Housekeeping Gene Control (HC): GAPDH Control 
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Table S7: qPCR data analysis of ADH2 

Average 

Experimental Ct 

Value 

Average 

Experimental Ct 

Value 

Average Contrl Ct 

Value  

TC 

Average Contrl Ct 

Value  

HC 

TE HE   

 

25.975 

 

18.2 

 

26.35 

 

18.47 

 

 

 

ΔCt Value (Experimental/ ΔCTE) = TE-HE = 7.775 

ΔCt Value (Control/ ΔCTC) = TC-HC = 7.88  

ΔΔCt value = ΔCTE- ΔCTC = -0.105  

Fold change = 2 -ΔΔCt = 1.08 

Gene being Tested Experimental (TE): ADH2 Stress  

Gene being Tested Control (TC): ADH2 Control  

Housekeeping Gene Experimental (HE): GAPDH Stress  

Housekeeping Gene Control (HC): GAPDH Control 
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Table S8: qPCR data analysis of ADH3 

Average 

Experimental Ct 

Value 

Average 

Experimental Ct 

Value 

Average Contrl 

Ct Value 

Average Contrl 

Ct Value 

TE HE TC HC 

 

21.935 

 

23.43 

 

24.135 

 

23.595 

 

 

ΔCt Value (Experimental/ ΔCTE) = TE-HE = -1.495  

ΔCt Value (Control/ ΔCTC) = TC-HC = 0.54 

ΔΔCt value = ΔCTE- ΔCTC = -2.035  

Fold change = 2 -ΔΔCt = 4.098 

Gene being Tested Experimental (TE): ADH3 Stress  

Gene being Tested Control (TC): ADH3 Control  

Housekeeping Gene Experimental (HE): GAPDH Stress  

Housekeeping Gene Control (HC): GAPDH Control 
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Table S9: Citrate content in treated and control (untreated) culture of S. cerevisiae 

Sample Extracellular 

citrate content 

(ng/μL) 

Intracellular 

citrate content 

(ng/μL) 

Total citrate 

content     

(ng/μL) 
 

Control 

 

29±3 

 

13±2 

 

42±3 

 

Treated 

 

15±2 

 

6±NA 

 

21±2 
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ACO: Aconitase 

AD: Alzheimer's disease 

ADH: Alcohol dehydrogenase 

AgNO3: Silver nitrate 

ALDH: Aldehyde dehydrogenase 

ALS: Amyotrophic lateral sclerosis 

ANOVA: Analysis of variance 

Arg: Arginine 

AsA: Ascorbate 

Bax: Bcl-2-associated X protein 

bcl-2: B-cell lymphoma 2 

BH4: Tetrahydrobiopterin 

BK: Bradykinin 

bNOS: bacterial NOS 

BP: Biological process 

BSA: Bovine serum albumin 

Ca2+: Calcium 

CaM: Calmodulin 

cAMP: cyclic adenosine monophosphate 

Cav-1: Caveolin-1 

CBF: Cerebral blood flow 

CC: Cellular component 

CcO: cytochrome c oxidase 

CCRD-RSM: Central Composite Rotational Design- Response Surface   Model 

cDNA: Complementary DNA 

CFE: Cell-free extract 

cGMP: cyclic guanosine monophosphate 

cIMP: cyclic inosine monophosphate 

CLS: Chronological life span 

CO2: Carbondioxide 

CS: Citrate synthase 

CTAB: cetyltrimethylammonium bromide 

Cys: Cysteine 

DAF-FM:4-Amino-5-Methylamino-2',7'-Difluorofluorescein Diacetate 
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DAVID: Database for Annotation, Visualization and Integrated Discovery 

DdH2O:  Double distilled water 

DetaNONOate: Diethylenetriamine NONOate 

DHLA: Dihydro lipoic acid 

DNS: 3,5-Dinitrosalicylic acid 

DR: Dietary restriction 

DTNB: 5,5'-dithio-bis-(2-nitrobenzoic acid) 

EDTA: Ethylenediaminetetraacetic acid 

EDRF: Endothelium-derived relaxing factor 

eNOS: Endothelial nitric oxide synthase 

ERK: Extracellular signal-regulated kinases 

ETC: Electron transport chain 

FACS: Fluorescence-activated cell sorting 

FAD: Flavin Adenine Dinucleotide 

Fe: Iron 

FITC: Fluorescein isothiocyanate 

FMN: Flavin Mono-Nucleotide 

GAPDH: Glyceraldehyde-3-phosphate dehydrogenase 

GCL: γ-glutamylcysteine ligase 

GO: Gene Ontology 

GPCR: G-protein coupled receptor 

GPx: Glutathione peroxidase 

GR: Glutathione reductase 

GRK2: G-protein coupled receptor kinase 2 

GS-FDH: GSH-dependent formaldehyde dehydrogenase 

GS: GSH synthetase 

GSH: reduced glutathione 

GSNO: S-nitrosoglutathione 

GSNOR: GSNO reductase 

GSSG: oxidized glutathione 

h: Hour 

HCLO4: Perchloric acid 

HD: Huntington's disease 

HDAC2: Histone Deacetylase 2 
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H2DCFDA: 2′,7′-Dichlorodihydrofluorescein diacetate 

HEPES: 4-(2-hydroxyethyl)-1-piperazineethanesulfonic acid 

Hmp1: Flavohemoprotein 

HNE: 4-hydroxy-2-nonenal 

H2O2: Hydrogen peroxide 

H2ONO+: nitrous acidium ion 

HRP: Horseradish peroxidase 

H2SO4: Sulfuric acid 

hsp90: Heat shock protein 90 

ICDH: Isocitrate dehydrogenase 

ICL: Isocitrate lyase 

iNOS: Inducible nitric oxide synthase 

InsP3RI: Inositol-1,4,5-trisphosphate receptor type I 

iodoTMT: Iodoacetyl Tandem Mass Tags 

IRAG: Inositol-1,4,5-triphosphate receptor associated cGMP kinase substrate 

JNK: c-Jun N-terminal kinase 

KCl: Potassium Chloride 

K2Cr2O7: Potassium dichromate 

KMnO4: Potassium permanganate 

KOH: Potassium hydroxide 

LA: Lipoic acid 

LDL: Low density lipoprotein 

Leu: Leucine 

L-NNA: NG-nitro-L-arginine 

L-NAME: NG-Nitro- L-Arginine Methyl Ester 

LOONO: Peroxynitrite intermediates 

M: Molar 

MAPK: Mitogen-activated protein kinase 

MDA: Monodehydroascorbate 

MDH: Malate dehydrogenase 

MDH (DC): Malate dehydrogenase (decarboxylating) 

MF: Molecular function 

MLCK: Myosin light chain kinase 

MLCP: Myosin light chain phosphatase 
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mM: milli-molar 

MMTS: S‐ methyl methanethiosulfonate 

MOPS: 3-(N-morpholino)propanesulfonic acid 

MRC: mitochondrial respiratory chain complex 

MRSA: methicillin resistance Staphylococcus aureus 

mtDNA: Mitochondrial DNA 

N: Nitrogen 

NaCl: Sodium chloride 

NAD: Nicotinamide adenine dinucleotide 

NADH: Nicotinamide adenine dinucleotide hydrogen 

NADPH: Nicotinamide adenine dinucleotide phosphate hydrogen 

NaNO2: acidified sodium nitrite 

NHA: Nω-hydroxy-L-arginine 

nNOS: Neuronal nitric oxide synthase 

NO: Nitric oxide 

NO+: nitrosonium ion 

NO2: Nitrogen dioxide 

NO2 ̄: Nitrite 

NO3
̄: Nitrate 

NOS: Nitric oxide synthase 

N2O3: dinitrogen trioxide 

NOD: Nitric oxide dioxygenase 

NOSIP: Nitric oxide synthase interacting protein 

NOSTRIN: nitric oxide synthase trafficking inducer 

O2: Oxygen 

O2
˗: Superoxide 

OAA: Oxaloacetic acid 

O.D.: Optical density 

ONOO˗: Peroxynitrite 

ORF: Open reading frame 

PAGE: Polyacrylamide gel electrophoresis 

PARP: Poly ADP-ribose polymerase 

PBS: Phosphate-buffered saline 
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PC: Pyruvate carboxylase 

PD: Parkinson's disease 

PDC: Pyruvate decarboxylase 

PDH: Pyruvate dehydrogenase 

PDZ: post-synaptic density protein, discs-large, zona occludens -1 

Phe: Phenylalanine 

PKA: Protein kinase A 

PKC: Protein kinase C 

PM: Plasma membrane 

PMSF: phenylmethylsulfonyl fluoride 

polyQ: Polyglutamine 

PTN: Protein tyrosine nitration 

PTP: Permeability transition pore 

PVDF: polyvinylidene difluoride 

R2: coefficient of determination 

rDNA: Ribosomal DNA 

RLS: Replicative life span 

RNS: Reactive nitrogen species 

ROS: Reactive oxygen species 

RS•: Thiyl radical 

RSNO: S-nitrosothiols 

SD: Standard deviation 

SDS: Sodium dodecyl sulphate 

Ser: Serine 

SERCA: Sarco/endoplasmic reticulum calcium ATPase 

sGC: soluble guanylate cyclase 

SR: sarcoplasmic reticulum 

STRING: Search Tool for the Retrieval of Interacting Genes/Proteins 

STREP: stress-starvation response element of    Schizosaccharomyces   pombe 

TBST buffer: Tris buffered saline tween 

TCA: tricarboxylic acid 

Thr: Threonine 

TRADD: TNF-receptor associated death domain protein 

TRP: Transient receptor potential 
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Tyr: Tyrosine 

VASP: Vasodilator sensitive phosphoprotein 

VDCC: Voltage-dependent calcium channel 

VLCAD: very long-chain acyl-CoA dehydrogenase 

XOR: Xanthine oxidoreductase 

Yhb1: Flavohemoglobin 

YPD: yeast extract, peptone, dextrose 

Zn: Zinc
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