
 

 

 

 

CHAPTERS SCHEMES PAGE NO. 

Chapter-IV Scheme 1: The molecular structures of Tyrosine, Tryptophan 
and Ascorbic acid. 

342-343 

Scheme 2. Diagrammatic representation of the Probable 
Geometrical Configurations involving  tyrosine molecules 
surrounded    by ascorbic acid molecules involving three H-
bonding. 

Scheme3. Diagrammatic representation of the Probable 
Geometrical Configurations involving tryptophan molecules 
surrounded by ascorbic acid molecules involving two H-
bonding. 

 

Chapter-V Scheme 1.Three Dimensional Representation of Solvent 
Cage 

368-370 

Scheme 2. Array of Limiting Apparent Molar Volumes at a 
definite concentration. 

Scheme 3. Array of Molecular Interactions. 

Scheme 4. Different possible ionic group interactions in 
aqueous solutions of ascorbic acid in presence of LiX [X = Cl, 
Br, I]. 

 

Scheme 5.  Ion-solvent  interaction 

 

 

Chapter-VI Scheme 1 Structure of Cyclodextrin and Crown molecules. 

Scheme 2  Molecular structure of   [EMPyrr] Br. 

397-400 

Scheme 3 (a) Schematic representation of Inclusion 
complexation of [EMPyrr] Br with β- Cyclodextrin. 
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(b) Incorporation of   [EMPyrr] Br into the cavity of 

truncated conical structure of -cyclodextrin showing the   
stereospecific complexation. 

Scheme 4 Schematic representation of encapsulation 
interaction of [EMPyrr] Br with 18 C-6. 

Scheme 5 Schematic representation of solvation of ions   
screening Solute – Solvent Interactions. 

(a) Incorporation of IL into the hollow space of -CD. 

(b) Encapsulation of   [EMPyrr] Br with 18 C-6. 

Chapter-VII Scheme 1: Molecular structure of ascorbic acid 418, 419, 

423, 425  Scheme 2: Pictorial representation of Oxalate ion . 

Scheme 3:   Pictorial representation of the four oxalate salts. 

Scheme 4. Keto-enol tautomerism of ascorbic acid. 

Scheme 5. The stability   of the conjugate base of ascorbate ion.  

Scheme 6: pH ranges of interactions of aqueous ascorbic acid solutions 

 Scheme 7: Probable interaction pattern of the studied 

system. 

Scheme 8  : Probable mechanism of the studied system. 

 

 Scheme 9. The schematic representation of solute–solvent 

interaction, for the studied OXALATES in aqueous vitamins 

binary mixtures. 

 

 Chapter-VIII Scheme 1.Optimised geometry would involve a central Li+ 
ion tetrahedrally surrounded by four benzonitrile molecules. 

464-465 

Scheme 2.  Diagrammatic representation of the Probable 
Geometrical Configurations of the complex I(PhcN)2-. 

Chapter-IX Scheme 1. Schematic representation of mechanism for the 
formation of 1: 1 inclusion complex of Tertiary-Leucine with 
both α and β-cyclodextrin. 

466 

Scheme2. (a) Proposed schemes of different possibilities of 
host-guest ratio for inclusion complexation. (b) Proposed 
schemes of feasible and restricted inclusion of the guest 



molecule   into the host molecule. 

Chapter-X Scheme 1. Schematic representation of mechanism for the 
formation of 1: 1 inclusion complex of nicotinamide with β-
cyclodextrin. 

512 

Scheme 2. Schematic representation of mechanism for the 
formation of 1: 1 inclusion complex of pyridoxine with β-
cyclodextrin. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 


